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Tissues, particularly in cancer, display pronounced heterogeneity across patients, disease stages and even within individual tumors — evident in diverse cell Evaluation
phenotypes, states and spatial organization. Accounting for this heterogeneity is critical: tumor development and response to therapy depend not just on o
cancer cells, but on their complex interactions with their surrounding tumor microenvironment (TME). The emergence of multiplexed imaging Channel Inpainting primary lung cancer tissue (Cords et al., 2024)
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